
Nature Conservation

Nature Conservation 62: 53-62                                                                                                              53

Short communication

The Tatra chamois Rupicapra rupicapra tatrica Blahout, 1971  
– environmental and population changes, from the Pleistocene until the 
present time

Grzegorz Jamrozy

Department of Zoology and Wildlife Management, Faculty of Forestry, Agricultural University of Cracow
29 Listopada 46, 31-425 Kraków, Poland, e-mail: rljamroz@cyf-kr.edu.pl

Abstract
The Tatra chamois is one of ten taxa comprising the genus Rupicapra. Using palaeontological and palaeobotanical 
data, plus studies of the palaeoclimate and the genetic differences between contemporary populations of chamois, an 
attempt has been made to reconstruct the history of the chamois’ occurrence in addition to tracking the changes in their 
habitats in Central Europe, in the Carpathians and in the Tatra Mts. The recurring periods of expansion and shrinkage 
of the areas inhabited by chamois in the Pliestocene glacial and interglacial periods, affected the phylogenesis of the 
genus Rupicapra. During the riss-würm interglacial period, the south-western populations (R. pyrenaica) and north-
eastern populations were separated, and the differentiation into subspecies depended principally on the isolation of 
individual populations, as related to the distances between their locations. The Tatra chamois has been isolated from the 
Alpine subspecies R. r. rupicapra for at least 15 000 years, and from the south-Carpathian subspecies R. r. carpatica 
– for at least 10 000 years. It is only in the last two or three hundred years that this small ‘island’ population  has been 
threatened by humans, through extermination and reduction in available habitats as a result  of large-scale pasturing 
by stock animals. As a result, several significant depressions in population numbers occurred: in the mid-19th century, 
during both World Wars and in the last decade of the 20th century. These fluctuations could lead to a reduction in the
genetic differentiation of the population.
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Introduction

The Tatra chamois is, apart from the marmot Marmota 
marmota latirostris (Kratochvil 1961), the most popular 
and characteristic mammal of the Tatra Mts. Chamois also 
occur in other high mountain regions of Western, Central 
and Eastern Europe, in Asia Minor and in the Caucasus. 
Many long separated populations were described as a 
number of subspecies (Couturier 1938). The Tatra chamois 
was the last subspecies, whose separate position has been 
proven on the basis of craniometric measurements made 
by Blahout (1972).

The present chamois of the genus Rupicapra have been 
finally classified as two species and ten subspecies (Lovari
1987; Shackleton 1997). The species of Northern chamois 
Rupicapra rupicapra includes the following subspecies: 
Alpine R. r. rupicapra, Chartreuse R. r. cartusiana, Tatra R. 
r. tatrica, Carpathian R. r. carpatica, Balkan R. r. balcanica, 

Caucasian R. r. caucasica and Turkish R. r. asiatica. The 
other species of Southern chamois Rupicapra pyrenaica, 
distinguished only relatively recently (Lovari and Scala 
1980) includes three subspecies: Pyrenean R. p. pyrenaica, 
Cantabrian R. p. parva and Apennine or Abruzzo chamois 
R. p. ornata. Three among these subspecies have survived 
till the present day in very small populations in mountain 
region areas of very limited sizes: Chartreuse (Roucher 
1997), Tatra (Jamrozy and Pęksa 2004) and Apennine 
chamois (Lovari 1989; Striebel 2005).

As proven by relatively many historical examples, 
populations with small numbers of individuals living over 
limited ranges, can easily be exterminated by Man. The 
chances of survival for these populations are reduced still 
further by such mechanisms as a decrease in biological 
diversity (increased vulnerability to genetic drift), the 
emergence of adverse traits (more so-called recessive 
alleles) because of inbreeding, and the possibility of 




